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Fig 1 Agarose electrophoresis of PCR products of exofi "AEGEUESER and three microsatellite marker£ BECof FHIT gene
MI£D12000 DNA markerEXM2EPBR322/Haelll markerESTERumorE»XNERorresponding normal tissue
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Fig2 Alterations of PCR amplified products of FHIT exon 3E4£-5 and
microsatellite marker D3S1300j ®3S1312. AE®Deletion of exon £ arrowsEEBEC
Deletion of exon 3£4 " arrowsEE»CE®Deletion of microsatellite marker D3S1300£-
D3S1312. TETumorEXNECorresponding normal tissueEX £Corresponding lymph
node tissueEXMESDI2000 DNA markerE».1EPewisEXAEAS49E»SESPAC-1
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Fig3 SSCP analysis of FHIT exon 3. The arrow indicated a deletion of
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exon 3 of 41T. TECTumor tissueEXNECorresponding normal tissueEXMEPBR322/
Haelll Marker£»sDNA£ Single-stranded DNAExdsDNA£Double-stranded DNA
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Fig 4 SSCP analysis of FHIT exon 4. TE®Tumor tissueEXNE®orresponding
normal tissueEXMEPBR322/Haelll MarkerE»ssDNAE Single-stranded DNAExds-
DNA£Double-stranded DNA



